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The Hevner Laboratory:

R Before genetic engineering can become a reality, we must
first understand the ways 1n which genes interact and
express themselves.

R The Hevner lab aims to understand how genetic
manipulation may alter genetic expression by identifying
which genes are regulated by Tbr1l and Tbr2.

R Most recent publication identified “Auts2, a frontal cortex
marker gene linked to autism and mental retardation, as a
direct target of Tbrl binding and activation.” (Hevner, 2010)



Methods

Genotyping by PCR determines which
animals are KO/WT.

Chromatin Immunoprecipitation (ChIP)
1dentifies direct targets of Tbrl/Tbr2
binding and activation.

Microarray Data quantitatively identifies
which genes may potentially be regional
markers as well as Tbr1/Tbr2 overlap.

Data mining from previous studies, ABM,
genepaint.org, supports microarray data,
identifies regional markers.

Immunohistochemistry displays region
shifts in Tbr1/Tbr2 KOs.




My Contribution/Results
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Final Conclusions:

R Gained valuable lab experience.

R Immersed myself in the micro level of development,
providing a nice counterbalance to prior learning
focused on the macro level.

R Expanded on what little knowledge I had of
microbiology and provided myself a jumping off point
for future studies in the field.



